My mission bio

Tapestri Single-Cell DNA AML Panel

Advance your understanding of the genetic heterogeneity underpinning acute myeloid leukemia
(AML) by targeting 20 genes with 127 amplicons for single-cell sequencing. Covering a combination
of oncogenes and tumor suppressor genes, this panel is designed to cover some of the most
commonly mutated genes associated with AML.

Panel Specifications

—————— 20-GENE AML PANEL — ———
Metic ________________[vaue |

Number of genes 20 ASXL1 GATA2 KIT PTPN11 TET2

Number of targets 529 DNMT3A  IDH1 KRAS RUNXI TP53
. SNVs. Indels,

Target type possible CNVs, LOH EZH2 IDH2 NPM1 SF3B1 U2AF1

Number of amplicons 127 FLT3 JAK2 NRAS SRSF2 WT1

Coverage 100%

. Table 2: Panel gene targets.
Panel size ~24 kb
Amplicon length 175 - 275 bp

Panel uniformity: % of amplicons >0.2x mean  >=90%

Amplicon completeness: % of amplicons in
>80% of cells

Cell completeness: % of cells with >80%
amplicons above 10 reads

>=80%

>=80%

MiSeq, NextSeq,

Verified NGS systems HiSeq, NovaSeq

Recommended number of reads per sample ~77 M

Table 1: Panel specifications.
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Table 3: Panel performance. Data generated from a pure Raji cell line. 0
Amplicons rank ordered by mean reads
Figure 1: Cell completeness per amplicon.
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Panel Targets
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Table 4: Panel content. Exon numbers are curated from UCSC Genome Browser by collapsing the exons in the forward strand by start and stop site
and then numbering the exons from 5’ -> 3’ end with the first exon at 5’ end representing Exon 1.
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Panel Targets (cont’d)

mm Protein-level Variants cDNA Variants
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